This supplementary information provides the complete list of KEGG biochemical pathways that were identified by KegArray as affected by the different cholesterol treatments. The KegArray parameters were set to display a 1.1-fold difference and non-affected pathways were excluded. The information in Table S1 is for the 60 different pathways affected by low cholesterol in the diet (0.25% w/w), Table S2 is for the 76 pathways affected by high cholesterol in the diet (1.0% w/w) and Table S3 is the 77 pathways that were differentially affected between low and high cholesterol in the diet. The pathway names as well as the KEGG map ids (i.e., mmu01040) are provided for each pathway.
. Displayed data are for KEGG metabolic pathways that differ between exposure to low and high cholesterol with a 1.1-fold threshold in KegArray.
